Hi-Res Melting™ References

Updated: 11/13/09

About the Technology

1. Carl T. Wittwer High-Resolution DNA Melting Analysis: Advancements and Limitations
HUMAN MUTATION, Vol. 30, No. 6, 857-859, 2009

2. Rolf H.A.M. Vossen, Emmelien Aten, Anja Roos, and Johan T. den Dunnen High-
Resolution Melting Analysis (HRMA)—More Than Just Sequence Variant Screening
HUMAN MUTATION, Vol. 30, No. 6, 860-866, 2009

3. Elizabeth A. Tindall, Desiree C. Petersen, Paula Woodbridge, Katharina Schipany, and
Vanessa M. Hayes Assessing High-Resolution Melt Curve Analysis for Accurate
Detection of Gene Variants in Complex DNA Fragments HUMAN MUTATION, Vol. 30,
No. 6, 876-883, 2009

4. Elaine Lyon and Carl T. Wittwer LightCycler Technology in Molecular Diagnostics Journal
of Molecular Diagnostics, Vol. 11, No. 2, March 2009

5. Steven F. Dobrowolski, Jesse Gray, Trent Miller, and Mitch Sears Identifying Sequence
Variants in the Human Mitochondrial Genome Using High-Resolution Melt (HRM)
Profiing HUMAN MUTATION, Vol. 30, No. 6, 891-898, 2009

6. Samuel Yang, Padmini Ramachandran, Richard Rothman,Yu-Hsiang Hsieh, Andrew
Hardick, Helen Won, Aleksandar Kecojevic Joany Jackman, and Charlotte Gaydos
Rapid Identification of Biothreat and Other Clinically Relevant Bacterial Species by Use of
Universal PCR Coupled with High-Resolution Melting Analysis JOURNAL OF CLINICAL
MICROBIOLOGY, July 2009, p. 2252—-2255

7. Michael T. Seipp, Jacob D. Durtschi, Karl V. Voelkerding, and Carl T. Wittwer Multiplex
Amplicon Genotyping by High-Resolution Melting Journal of Biomolecular Techniques
20:160-164

8. Claire F. Taylor Mutation scanning using high-resolution melting Biochem. Soc. Trans.

(2009) 37, 433-437; doi:10.1042/BST0370433

9. Tu” Nguyen-Dumont et al. Description and Validation of High-Throughput Simultaneous
Genotyping and Mutation Scanning by High-Resolution Melting Curve Analysis HUMAN
MUTATION, Vol. 30, No. 6, 884-890, 2009

10. Michael H. Cho, Dawn Ciulla, Barbara J. Klanderman, Benjamin A. Raby, and Edwin K.
Silverman High-Resolution Melting Curve Analysis of Genomic and Whole-Genome
Amplified DNA Clinical Chemistry 54:12 2055-2058 (2008)

11. Gundry CN, Dobrowolski SF, Martin YR, Robbins TC, Nay LM, Boyd N, Coyne T, Wall
MD, Wittwer CT, Teng DH. Base-pair neutral homozygotes can be discriminated by
calibrated high-resolution melting of small amplicons. Nucleic Acids Res. 2008
Jun;36(10):3401-8. Epub 2008 Apr 29.

12. Pont-Kingdon G, Margraf RL, Sumner K, Millson A, Lyon E, Schiitz E. Design and

application of noncontinuously binding probes used for haplotyping and genotyping. Clin
Chem. 2008 Jun;54(6):990-9. Epub 2008 Apr 10.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

13. Gundry CN, McKinney JT. Small amplicon genotyping using internal temperature
calibration and high resolution-melting. Biotechniques. 2008 Apr;44(4):577-8.

14. Herrmann MG, Durtschi JD, Bromley LK, Wittwer CT, Voelkerding KV. Expanded
instrument comparison of amplicon DNA melting analysis for mutation scanning and
genotyping. Clin Chem. 2007. 53(8):1544-8.

15. Laurie AD, Smith MP, George PM. Detection of Factor VIII gene mutations by high-
resolution melting analysis. Clin Chem. 2007. Sept 27 [Epub ahead of print].

16. Vandersteen JG, Bayrak-Toydemir P, Palais RA, Wittwer CT. Identifying common genetic
variants by high-resolution melting. Clin Chem. 2007. May 24th [Epub ahead of print].

17. Reed GH, Kent JO, Wittwer CT. High-resolution DNA melting analysis for simple and
efficient molecular diagnostics. Pharmacogenomics. 2007. 8(6): in press.

18. Margraf RL, Mao R, Wittwer CT. Masking selected sequence variation by incorporating
mismatches into melting analysis probes. Human Mut. 2006. Jan 12 [Epub ahead of
print].

19. Herrmann MG, Durtschi JD, Bromley LK, Wittwer CT, Voelkerding KV. Amplicon DNA
melting analysis for mutation scanning and genotyping: cross-platform comparison of
instruments and dyes. Clin Chem. 2006. 52(3): 494-503. Comment in Clin Chem. 2007.
53(1):150-2.

20. Graham, R., Liew, M., Meadows, C., Lyon, E. and Wittwer, C. T. Distinguishing different
DNA heterozygotes by high-resolution melting. Clin Chem. 2005. 51(7): 1295-8.

21. Zhou, L., Wang, L., Palais, R., Pryor, R. and Wittwer, C. T. High-Resolution DNA melting
analysis for simultaneous mutation scanning and genotyping in solution. Clin Chem.
2005. 51(10): 1770

22. Palais, R.A., Liew, M., and Wittwer, C.T. Quantitative heteroduplex analysis for single
nucleotide polymorphism genotyping. Anal Biochem. 2005. 346(1): 167-75. Epub 2005
Aug 31.

23. Chou LS, Meadows C, Wittwer CT, Lyon E. Unlabeled oligonucleotide probes modified
with locked nucleic acids for genotyping by melting analysis. BioTechnqgiues. 2005. 39(5):
644, 646, 648.

24, Liew M, Pryor R, Palais R, Meadows C, Erali M, Lyon E, Wittwer C. Genotyping of single-
nucleotide polymorphisms by high-resolution melting of small amplicons. Clin Chem.
2004. 50(7): 1156-64.

25. Zhou L, Myers AN, Vandersteen JG, Wang L, Wittwer CT. Closed-tube genotyping with
unlabeled oligonucleotide probes and a saturating DNA dye. Clin Chem. 2004. 50(8):
1328-35. Epub 2004 May 27.

26. Reed GH, Wittwer CT. Sensitivity and specificity of single-nucleotide polymorphism

scanning by high-resolution melting analysis. Clin Chem. 2004. 50(10):1748-54. Epub
2004 Aug 12.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

27. Wittwer CT, Reed GH, Gundry CN, Vandersteen JG, Pryor RJ. High-resolution
genotyping by amplicon melting analysis using LCGreen. Clin Chem. 2003. 49(6 Pt

1):853-60.
Applications
1. Nienke van der Stoep et al Diagnostic Guidelines for High-Resolution Melting Curve

(HRM) Analysis: An Interlaboratory Validation of BRCA1 Mutation Scanning Using the
96-Well LightScannerTM HUMAN MUTATION, Vol. 30, No. 6, 899-909, 2009

2. Christa Meisinger et al A Genome-wide Association Study Identifies Three Loci
Associated with Mean Platelet Volume The American Journal of Human Genetics 84, 66—
71, January 9, 2009

3. Sonia Garritano, Federica Gemignani, Catherine Voegele2, Tu Nguyen-Dumont2,
Florence Le Calvez-Kelm, Deepika De Silva, Fabienne Lesueur, Stefano Landi and Sean
V Tavtigian Determining the effectiveness of High Resolution Melting analysis for SNP
genotyping and mutation scanning at the TP53 locus BMC Genetics 2009, 10:5
doi:10.1186/1471-2156-10-5

4. B. L. SMITH, C.-P. LU and J . R. ALVARADO BREMER High-resolution melting analysis
(HRMA): a highly sensitive inexpensive genotyping alternative for population studies
Molecular Ecology Resources (2009) doi: 10.1111/j.1755-0998.2009.02726.x

5. Bruno Studer, Louise Bach, Jensen Alice Fiil, Torben Asp “Blind” mapping of genic DNA
sequence polymorphisms in Lolium perenne L. by high resolution melting curve Analysis
Molecular Breeding Springer Science Business Media B.V. 2009

6. Zou H, Taylor W, Harrington J, Hussain FCao X, Loprinzi C, Levine T Rex D, Ahnen D,
Knigge K, Lance P, Jiang X, Smith D, Alquist D. High Detection Rates of Colorectal
Neoplasia by Stool DNA Testing With a Novel Digital Melt Curve Assay. Gastroenterolgy
2009;136:459-470

7. Marielle Alders Jet Bliek, Karin vd Lip, Ruud vd Bogaard and Marcel Mannens
Determination of KCNQ10OT1 and H19 methylation levels in BWS and SRS patients
using methylation-sensitive high-resolution melting analysis European Journal of Human
Genetics (2008), 1 -7

8. Jiazheng Yuan, Muhammad Haroon, David Lightfoot, Yvan Pelletier, Qiang Liu, and Xiu-
Qing Li A High-Resolution Melting Approach for Analyzing Allelic Expression Dynamics
Curr. Issues Mol. Biol. 11 (Suppl. 1) i1-9.

9. Dana Provaznikova, Tereza Kumstyrova, Roman Kotlin, Peter Salaj, Vaclav Matoska,
Ingrid Hrachovinova and Simon Rittich. High-resolution melting analysis for detection of
MYHO mutations. Platelets, September 2008; 19(6): 471-475

10. Robert Palais and Carl T. Wittwer Mathematical Algorithms for High-Resolution DNA
Melting Analysis. Methods in Enzymology, Volume 454 2009.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

11. Elaine Lyon and Carl T. Wittwer. LightCycler Technology in Molecular Diagnostics, Award
Lecture. Journal of Molecular Diagnostics, Vol. 11, No. 2, March 2009

12. Maria Erali, Karl V. Voelkerding, Carl T. Wittwer. High resolution melting applications for
clinical laboratory medicine. Exp Mol Pathol. 2008 Aug;85(1):50-8. Epub 2008 Apr 13.

13. Eduard Mader, Brigitte Lukas and Johannes Novak. A Strategy to Setup Codominant
Microsatellite Analysis for High-Resolution-Melting-Curve-Analysis (HRM). BMC Genetics
2008, 9:69 doi:10.1186/1471-2156-9-69. 3 November 2008.

14. Hongdo Do, Michael Krypuy, Paul L Mitchell, Stephen B Fox and Alexander Dobrovic.
High resolution melting analysis for rapid and sensitive EGFR and KRAS mutation
detection in formalin fixed paraffin embedded biopsies. BMC Cancer 2008, 8:142
doi:10.1186/1471-2407-8-142. 21 May 2008

15. Michael Krypuy, Genni M Newnham, David M Thomas, Matthew Conron and Alexander
Dobrovic. High resolution melting analysis for the rapid and sensitive detection of
mutations in clinical samples: KRAS codon 12 and 13 mutations in non-small cell lung
cancer. BMC Cancer 2006, 6:295 doi:10.1186/1471-2407-6-295. 21 December 2006

16. Maria Erali, Robert Palais, and Carl Wittwer. SNP Genotyping by Unlabeled Probe
Melting Analysis. Experimental and molecular pathology 2008;85(1):50-8. 2008

17. De Leeneer K, Coene |, Poppe B, De Paepe A, Claes K. Rapid and sensitive detection of
BRCA1/2 mutations in a diagnostic setting: comparison of two high-resolution melting
platforms. Clin Chem. 2008 Jun;54(6):982-9. Epub 2008 Apr 10.

18. Margraf RL, Mao R, Highsmith WE, Holtegaard LM, Wittwer CT. RET proto-oncogene
genotyping using unlabeled probes, the masking technique, and amplicon high-resolution
melting analysis. J Mol Diagn. 2007 Apr;9(2):184-96.

19. Seipp MT, Pattison D, Durtschi JD, Jama M, Voelkerding KV, Wittwer CT. Quadruplex
genotyping of F5, F2 and MTHFR variants in a single closed tube by high resolution
amplicon melting. Clin Chem. 2008. 54(1): 108-15.

20. Montgomery J, Wittwer CT, Kent JO, Zhou L. Scanning the cystic fibrosis transmembrane
conductance regulator gene using high-resolution DNA melting analysis. Clin Chem.
2007.53(11):1891-8.

21. Smith GD, Chadwick BE, Willmore-Payne C, Bentz JS. Detection o EGFR gene
mutations in cytology specimens from patients with non-small cell lung cancer utilizing
high-resolution melting amplicon analysis. J Clin Pathol. 2007. Oct 1 [Epub ahead of
print].

22. Dobrowolski SE, Ellingson CE, Caldovic L, Tuchman M. Streamlined assessment of gene
variants by high resolution melt profiling utilizing the ornithine transcarbamylase gene as
a model system. Hum Mutat. 2007. 28 (11):1133-40.

23. Gillian Rice, et al. Clinical and Molecular Phenotype of Aicardi-Goutie'res Syndrome Am.
J. Hum. Genet. 2007;81:713-725.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

24, Holden JA, Willmore-Payne C, Coppola D, Garrett CR, layfield LJ. High-resolution
melting amplicon analysis as a method to detect c-kit and platelet-derived growth factor
receptor alpha activating mutations in gastrointestinal stromal tumors. Am J Clin
Pathology. 2007. 128(2): 230-238.

25. Liew M, Seipp M, Durtschi J, Margraf RL, Dames S, Erali M, Voelkerding K, Wittwer C.
Closed-tube SNP genotyping without labeled probes/a comparison between unlabeled
probe and amplicon melting. Am J Clin Pathol. 2007. 127(3): 341-8.

26. Poulson MD, Wittwer CT. Closed-tube genotyping of apolipoprotein E by isolted-probe
PCR with mutliple unlabeled probes and high-resolution DNA melting analysis.
BioTechniques. 2007. 43(1):8791.

27. Uemura A, Mori S, Sugahara K, Akamatsu N, Tsuruda K, Tsukasaki K, Hirakata Y,
Atogami S, Hasegawa H, Yamada Y, Kamihira S. Rapid and high-resolution detection of
IgH gene rearrangements using PCR and melting curve analysis. Int J Lab Hematol.
2007. 29(3): 200-7.

28. Montgomery J, Wittwer CT, Palais R, Zhou L. Simultaneous mutation scanning and
genotyping by high-resolution DNA melting analysis. Nat Protoc. 2007. 2(1): 59-66.

29. Seipp MT, Durtschi JD, Liew MA, Williams J, Damjanovich K, Pont-Kingdon G, Lyon E,
Voelkerding KV, Wittwer CT. Unlabeled oligonucleotides as internal temperature controls
for genotyping by amplicon melting. J Mol Diagn. 2007. 9(3):284-9.

30. Dames S, Margraf RL, Pattison DC, Wittwer CT, Voelkerding KV. Characterization of
Aberrant Melting Peaks in Unlabeled Probe Assays. J Mol Diagn. 2007. Apr 26 [Epub
ahead of print].

31. Singer R, Bellfoy D, Desjardins M, Chan F. High-resolution melting assay for the
detection of gyrA mutations causing quinolone resistance in Salmonella enterica serovars
Typhi and Paratyphi. Diagn Microbiol Infect Dis. 2007. 57(4): 455-8.

32. Fortini D, Ciammaruconi A, De Santis Riccardo, Antonio F, Raffaele B, Florigio D,
Cassone A, Carattoli Optimization of High-Resolution melting analysis for low-cost and
rapid screening of allelic variants of Bacillus anthracis by multiple-locus variable-number
tandem repeat analysis. Clin Chem. 2007. May 24th [Epub ahead of print].

33. Kennerson ML, Warburton T, Nelis E, Brewer m, Polly P, De Jonghe P, Timmerman V,
Nicholson GA. Mutation scanning the GJB1 gene with High-Resolution melting analysis:
Implications for mutation scanning of genes for Charcot-Marie-Tooth Disease. Clin Chem.
2007. 53(2): 349-352.

34. Dobrowolski SF, Ellingson C, Coyne T, Grey J, Martin R, Naylor EW, Koch R, Levy HL.
Mutations in the phenylalanine hydroxylase gene identified in 95 patients with
phenylketonuria using novel systems of mutation scanning and specific genotyping based
upon thermal melt profiles. Molecular Genetics and Metabolism. 2007. 91: 218-227.

35. Margraf RL, Mao R, Highsmith WE, Holtegaard LM, Wittwer CT. Mutation scanning of the
RET protooncogene using high resolution melting analysis. Clin Chem. 2006 52: 138-41.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

36. Liew M, Nelson L, Margraf R, Mitchell S, Erali M, Mao R, Lyon E, Wittwer CT. Genotyping
of human platelet antigens 1-6 and 15 by high-resolution amplicon melting and
conventional hybridization probes. J Mol Diag. 2006. 8: 97-104.

37. Willmore-Payne C, Holden JA, Layfield LJ. Detection of epidermal growth factor receptor
and human epidermal growth factor receptor 2 activating mutations in lung
adenocarcinoma by high-resolution melting amplicon analysis: correlation with gene copy
number, protein expression, and hormone receptor expression. Hum Pathol. 2006. 37(6):
755-63.

38. Hill CE, Duncan A, Wirth D, Nolte FS. Detection and Identification of Cytochrome P-450
2C9 Alleles *1, *2, and *3 by High-Resolution Melting Curve Analysis of PCR Amplicons.
Am J Clin Pathol. 2006. 125: 584-591.

39. Lonie L, Porter DE, Fraser M, Cole T, Wise C, Yates L, Wakeling E, Blair E, Morava E,
Monaco AP, Ragoussis J. Determination of the Mutation Spectrum of the EXT1/EXT2
Genes in British Caucasian Patients With Multiple Osteochondromas, and Exclusion of
Six Candidate Genes in EXT Negative Cases. Human Mutation. 2006. 27 (11): 1160-
1172.

40. Nomoto K, Tsuta K, Takano T, Fukui T, Yokozawa K, Sakamoto H, Yoshida T, Maeshima
AM, Shibata T, Furut K, Ohe Y, Matsuno Y. Detection of EGFR Mutations in Archived
Cytologic Specimens of Non— Small Cell Lung Cancer Using High-Resolution Melting
Analysis. Am J Clin Pathol. 2006. 126:608-615.

41. Willmore-Payne C, Holden JA, Layfield LJ. Detection of EGFR-and HER2-activating
mutations in squamous cell carcinoma involving the head and neck. Modern Pathology
2006. 19: 634-640.

42. Odell ID, Cloud JL Seipp M, and Wittwer CT. Rapid species identification within the
Mycobacterium chelonae-abscessus group by high-resolution melting of hsp65 PCR
products. Am J Clin Path. 2005. 123(1): 96-101.

43. Dobrowolski SF, McKinney JT, Amat di San Filippo C, Giak Sim K, Wilcken B, Longo N.
Validation of dyebinding/high-resolution thermal denaturation for the identification of
mutations in the SLC22A5 gene. Hum Mutat. 2005. 25(3): 306-13.

44. Willmore-Payne, C., Holden, J. A., Tripp, S. and Layfield, L. J. Human malignant
melanoma: Detection of BRAF-and c-kit-activating mutations by high-resolution amplicon
melting analysis. Hum Pathol. 2005. 36(5): 486-93.

45. Chou, L.-S., Lyon, E. and Wittwer, C. T. A comparison of high-resolution melting analysis
to denaturing high performance liquid chromatography for mutation scanning: cystic
fibrosis transmembrane conductance regulator gene as a model. Am J Clin Path. 2005.
124(3) 330-8.

46. Willmore-Payne C, Layfield LJ, Holden JA. c-KIT Mutation Analysis for Diagnosis of
Gastrointestinal Stromal Tumors in Fine Needle Aspiration Specimens. Cancer. 2005.
105(3): 165-170.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

47. Carlynn Willmore-Payne, Joseph A Holden, Barbara E Chadwick and Lester J Layfield
Detection of c-kit exons 11- and 17-activating mutations in testicular seminomas by high-
resolution melting amplicon analysis Modern Pathology (2006) 19, 1164—1169

48. McKinney JT, Longo N, Hahn SH, Matern D, Rinaldo P, Strauss AW, Dobrowolski SF.
Rapid, comprehensive screening of the human medium chain acyl-CoA dehydrogenase
gene. Mol Genet Metab. 2004. 82(2):112-20.

49. Willmore C, Holden JA, Zhou L, Tripp S, Wittwer CT, Layfield LJ. Detection of c-kit-
activating mutations in gastrointestinal stromal tumors by high-resolution amplicon
melting analysis. Am J Clin Pathol. 2004. 122(2):206-16.

50. Zhou L, Vandersteen J, Wang L, Fuller T, Taylor M, Palais B, Wittwer CT. High-resolution
DNA melting curve analysis to establish HLA genotypic identity. Tissue Antigens. 2004.
64(2): 156-64.

51. Vaughn CP, Elenitoba-Johnson KS. High-resolution melting analysis for detection of
internal tandem duplications. J Mol Diagn. 2004. 6(3): 211-6.

Reviews & Text Book Chapters

1. JT McKinney, L. Nay, D. DeKoeyer, G. Reed, M. Wall, R. Palais, R. Jarret, CT Wittwer.
Mutation Scanning and Genotyping in Plant by High Resolution DNA Melting, in The
Handbook of Plant Mutation Screening: Mining of Natural and Induced Alleles. (Eds Kahl
and Meksem) Wiley Publishing. In Press (March 2010).
(http://www.wiley.com/WileyCDA/WileyTitle/productCd-3527326049.html)

2. Robert Palais and Carl T. Wittwer in Methods in Enzymology, Volume 454 Chapter 13
Mathematical Algorithms for High-Resolution DNA Melting Analysis 2009 Elsevier Inc.

3. Robert J. Pryor and Carl T. Wittwer. Real-Time Polymerase Chain Reaction and Melting
Curve Analysis. In: Methods in Molecular Biology vol. 336 Clinical Applications of PCR,
2" Ed. (19-32). Humana Press Inc. Totowa NJ

4. Dujols VE, Kusukawa N, McKinney JT, Dobrowolski SF, Wittwer CT: High-resolution
melting analysis for scanning and genotyping, In: Real-Time PCR. Dorak MT (Ed.),
Garland Science, New York, 157-171 (2006).

5. Gingeras TR, Higuchi R, Kricka LJ, Lo YM, Wittwer CT. Fifty Years of Molecular
(DNA/RNA) Diagnostics. Clin Chem. 2005. Mar; 51(3):661-71.

6. Wittwer, C. T. and Kusukawa, N. Nucleic acid techniques. In: Tietz Textbook of Clinical
Chemistry and Molecular Diagnostics, 4th edition (Eds, Burtis, C., Ashwood, E. and
Bruns, D.). 2005. 1407-1449. Elsevier, New York.

7. Wittwer, C.T. and Kusukawa, N. Molecular Diagnostics Technology. In: Clinical
Diagnostic Technology, The Total Testing Process Vol 2: The Analytical Phase (Eds,
Ward-Cook, K.M., Lehmann, C.A., Schoeff, L.E., and Williams, R.H.). 2005. 341 — 369.
AACC Press, Washington, DC.

BN Idaho
||I\l‘echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com



Hi-Res Melting™ References

Updated: 11/13/09

8. Highsmith WE Jr. SNPs for sale. Cheap! Clin Chem. 2004. Aug; 50(8):1296-8.

2y )\ Idaho
‘i\ly\l“echnology Inc.

390 Wakara Way, Salt Lake City, Utah 84108, U.S.A. | 1-801-736-6354 | www.idahotech.com




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


